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lUw Sequence Lbtinf Error Sonuiuuy 



ERROR DETEtTED SUGGESTED CORRECllON SERIAL KUMBER: 

ATTN:jNEW RULES CASES: PLEASE DISREGARD ENGUSH -ALPHA* HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 



i ^ Wrapped Huddca 
Wrapped Aminos 



2. 
3 



8 



10 



II 



12 



Tbe numberAext at Um cod of each Ime *\vrappcd~ down to Um next line. Thts may occur If your Hie 
was rctneved in a word processor mllcr aeating h. Please adjust your right margin to J; this will 
prevent -wrapping," 



^Invalid Line Length The lules require that a line not exceed 72 characters in length. This includes white spaces: 



^Misaligned Amino 
Numbering 

Non-ASCn 



, Variable Length 



Patentln 2.0 
••bug** 



^Skipped Sequences 
"(OLD RULES) 



Skipped Sequences 
(NEW RU^) 



Use ofn's or Xai's 

'(NEW RULES) 



.Invalid <213> 
Response 



Useof<220> 



Tbe numbering under each amino add is misaligned. Do not use tab codes between numbers; 
use space charactcn^ instead. 

Hie submitted file was not saved in ASCn(DOS) text, as required by the Sequence Rules. 'P1ease*~ 
ensure your subsequent submission b saved in ASCII text 

Sequence(s) contain n's or Xaa's representing more than one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> seetiop^hat some may be missing. 

A **bug** in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequences(s) , Normally, Patentln would autonutically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the rcle\nint <220>-<223> section to 
the subsequent amino acid sequence.,. TMt applies to the mandatory <220>^23> sections for 
Artindat or Unknown sequences,' 

Sequcnce(s) missing. If intentional, please insert the following lines for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPnON:SEQ ID NO:X: (insert SEQ ID NO where ^X^^ 'n shown) 
This sequence is intentionally skipped 

Pleaseralso adjust the "(ii) NUMBER OF SEQUENCES:** response to Include the skipped sequences. 



Sequence(s) 



missing. If Intentional, please insert the following lines for each skipped sequence. 



<310> sequence id number 
<400> sequence id number 
000 

Use of n*s and/or Xaa*s have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>.<223> u MANDATORY if n's or Xaa*s are present 

In <220> to <223> section, please explain location of n or Xaa; and which residue n or Xaa represents. 

Per 1.S23 of Sequence Rulcs^ the only vaUd <213> responses are: Unknowr^ Artificial Sequence, or 
scientiiic name (Genus/species). <220>-<223> section is required when <213> response is Unknown or 
is Artilicial'Sequence - >' 

Sequence(i) 



Patentln 2.0 

iHIg* 



missing the <220> "Feature** and associated numeric identiflers and responses. 

Use of <220> to <223> U MANDATORY if <213> •X)rganism- response is -Artificial Sequence** or 

-Unknown.** Please explain source of genetic material in <220> to <223> section. 

(See -Federal Register.- OdA) 1/1 998, VoL 63, No. 104, pp. 29631-32) (Sec 1.823 of Sequence Rules) 

Please do noi use -Copy to Disk- function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric idenlifien and responses (as indicated on raw sequence 
listing). Instead please use -File Maiuger^ or any other ntanual iriearu to 'copy file to floppy disk. 



13 ^Misuse of n n can only be used to represent a single noclcottde in a nucleic acid sequence. N is not used to represent 

any value not specifically a nucleotide. 

AMC/MH - Biotedmology Systems Branch - 08/2 1/200 1 




RAW SEQUENCE LISTING 

PATENT APPLICATION: 



US/09/990,415 



DATE: 02/21/2002 
TIME: 12:16:35 



Input Set 
Output Set 



A:\EP.txt 

N:\CRF3\02212002\I990415.raw 



3 <110> APPLICANT: Pharmacia AB 

5 <120> TITLE OF INVENTION: Protein Cluster I 

7 <130> FILE REFERENCE: 00349 
C--> 9 <140> CURRENT APPLICATION NUMBER: US/09/990,415 
C--> 9 <141> CURRENT FILING DATE: 2001-11-21 

9 <160> NUMBER OF SEQ ID NOS : 8 
11 <170> SOFTWARE: Patentin version 3.0 



ooas Wot Comph/ 
Corrected Diskette Weeded 



ERRORED SEQUENCES 



E 
E 
E 
E 
E 
E 
E 
£ 



--> 



--> 



--> 



--> 



--> 



--> 



--> 



--> 



E--> 



E--> 



13 

14 

15 

16 

19 

20 

21 

24 

25 

26 

28 

29 

31 

32 

34 

35 

37 

38 

40 

41 

43 

44 

46 

47 

48 

49 

51 

52 

53 

54 

56 

57 



<210> SEQ ID NO: 1 
<211> LENGTH: 1232 
<212> TYPE: DNA 
<213> ORGANISM: human 
<220> FEATURE: 




<221> NAME/KEY 
<222> LOCATION 
<4 00> SEQUENCE 



CDS 

(450) . . (1232) 
1 



cccttaggcg ccagggacag ccgagcgtta cctggtcccg ggcagcggag ttctttaccc 



60 



accccagttc tggttctgac gccctagctc attccgcaaa 

120 . 



tgttcccctc cggctcgaac cacctcttct ctgagccgag 

180 

aattgccacc cctccctggg cacccttgag gcctccgtgg 

240 

cgggacgtga gcctgagttt gctgcaggcg tgctctgtgt 

300 

ccccgtgccc accgggtggg cgcggccggg aagctcctgc 

360 

cacgcgtgac gtcccgcgtg atggctggga gggcccggcg 

420 

gaaggcggtt ctgagagctt cagagagcg atg gaa age 

473 

Met Glu Ser 
1 

cct tta gac ate aac ate cag gaa cet cgc tgg 

521 

Pro Leu Asp lie Asn lie Gin Glu Pro Arg Trp 

10 15 
ctg ggc aga gee egg cac ttt ttc act gtt act 

569 



eeagctaccg gggctectgg 

agggacgtca cggggcagag 

ggtggctggg ttctgecaat 

cectecctge tggteggcgt 

gcgacagcgg aggcagagag 

aaa atg ggt gaa ttg 

Lys Met Gly Glu Leu 
5 

gac caa agt act ttc 

Asp Gin Ser Thr Phe 
20 

gat cct cga aat ctg 




tttagggctt gggtctggct ^ yhj 
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RAW SEQUENCE LISTING DATE: 02/21/2002 

PATENT APPLICATION: US/09/990,415 TIME: 12:16:35 



Input Set : A:\EP.txt 

Output Set: N:\CRF3\02212002\I990415.raw 





Do 


Leu Gly 


Arg 


Ala 


Arg 


HXS 


Phe 


Phe 


Thr 


Val 


Thr 


Asp 


Pro 


Arg 


Asn 


Leu 




J :? 


9 s 

Z J 








3U 










35 








40 




^ ox 




^4 

t.CC 




gca 


cag 


Ctg 


gaa 


get 


tet 


egg 


aac 


ate 


gtg 


cag 


aac 




62 


fil 7 






























Leu Leu 


Ser 


Gly 


Ala 


Gin 


Leu 


Glu 


Ala 


Ser 


Arg 


Asn 


He 


Val 


Gin 


Asn 




D 4 








4 D 










50 










55 




II* 


— ^ DO 

fi7 


u U J 


gcc 


ggc 


gtg 


gtg 


acc 


eca 


ggg 


ate 


acc 


gag 


gae 


cag 


ctg 


tgg 




^ O 

DO 


Tyr Arg 


Ala 


Gly 


Val 


Val 


Thr 


Pro 


Gly 


He 


Thr 


Glu 


Asp 


Gin 


Leu 


Trp 




D J 






oU 










65 








70 








yCC 


aag 


xau 


gtg 


tat 


gac 


tec 


gee 


ttc 


eat 


ccg 


gae 


aca 


ggg 


gag 




7 0 


7 1 "5 




























73 


Arg Ala 


Lys 


Tyr 


Val 


Tyr 


Asp 


Ser 


Ala 


Phe 


His 


Pro 


Asp 


Thr 


Gly 


Glu 




7 A 
/ ft 




/ D 










80 










85 










aag gtg 


gtc 


ctg 


att 


ggc 


cgc 


atg 


* 

tea 


gcc 


cag 


gtg 


cec 


atg 


aac 


atg 




77 


761 




























78 


Lys Val 


Val 


Leu 


He 


Gly 


Arg 


Met 


Ser 


Ala 


Gin 


Val 


Pro 


Met 


Asn 


Met 




7 Q 


y u 










9 5 










100 










IT — 




acc auc 


act 




tgc 


_ A- 
atg 


etc 


aca 


ttc 


tac 


agg 


aag 


acc 


eca 


acc 


gtg 




ft 9 
o z 


ft HQ 
O U J 




























83 


Thr lie 


Thr 


Gly 


Cys 


Met 


Leu 


Thr 


Phe 


Tyr 


Arg 


Lys 


Thr 


Pro 


Thr 


Val 




ft A 


± U J 








110 










115 










120 


Ci — ■ 


- ^ o O 


gcg utic 


tgg 


cag 


tgg 


gtg 


aat 


cag 


tec 


ttc 


aat 


gcc 


att 


gtt 


aac 


tac 




ft 7 
o / 


ft ^7 




























88 


Val Phe 


Trp 


Gin 


Trp 


Val 


Asn 


Gin 


Ser 


Phe 


Asn 


Ala 


He 


Val 


Asn 


Tyr 




ft Q 








125 










130 










135 


IP _ . 


_ S Q 1 

Q 9 


ucc aac 

Q n t^ 


cgc 


agt 


ggt 


gae 


act 


cec 


ate 


act 


gtg 


agg 


cag 


ctg 


ggg 


aca 




93 


Ser Asn 


Arg 


Ser 


Gly 


Asp 


Thr 


Pro 


He 


Thr 


Val 


Arg 


Gin 


Leu 


Gly 


Thr 




Q A 






140 










145 










150 




p - - 

Hi 


^ J D 


gcc uau 


gtg 


agt 


gcc 


acc 


act 


gga 


get 


gtg 


gee 


aeg 


gee 


ctg 


gga 


etc 




Q 7 


Q R 
y J J 




























98 


Ala Tyr 


Val 


Ser 


Ala 


Thr 


Thr 


Gly 


Ala 


Val 


Ala 


Thr 


Ala 


Leu 


Gly 


Leu 




Q Q 




ID D 










160 










165 






TP— - 
III 


< JLU J. 


aaa tec 


etc 


acc 


aag 


cae 


ctg 


cce 


cec 


ttg 


gtc 


ggc 


aga 


ttt 


gtg 


cec 




X u z 


1 f\m 
±\j\j J. 




























103 


Lys Ser 


Leu 


Thr 


Lys 


His 


Leu 


Pro 


Pro 


Leu 


Val 


Gly Arg 


Phe 


Val 


Pro 




1 OA 

J. V/ *r 


1 7n 










175 










180 










E-- 


> 106 


ttt gca 


gca 


gtg 


gca 


get 


gee 


aac 


tgc 


ate 


aac 


ate 


cec 


ctg 


atg 


agg 




107 


1049 


























108 


Phe Ala 


Ala 


Val 


Ala 


Ala 


Ala 


Asn 


Cys 


He 


Asn 


He 


Pro 


Leu 


Met 


Arg 




109 


185 








190 










195 










200 


E-- 


> 111 


cag aga 


gag 


ctg 


cag 


gtg 


ggc 


ate 


ccg 


gtg 


get 


gat 


gag 


gca 


ggt 


cag 




112 


1097 
























113 


Gin Arg 


Glu 


Leu 


Gin 


Val 


Gly 


He 


Pro 


Val 


Ala 


Asp 


Glu 


Ala 


Gly 


Gin 




114 








205 










210 










215 




E-- 


> 116 


agg ctt 


ggc 


tac 


teg 


gtg 


act 


gca 


gcc 


aag 


cag 


gga 


ate 


ttc 


cag 


gtg 




117 


1145 




























118 


Arg Leu 


Gly 


Tyr 


Ser 


Val 


Thr 


Ala 


Ala 


Lys 


Gin 


Gly 


He 


Phe 


Gin 


Val 
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Output Set: N:\CRF3\022I2002\I990415.raw 

119 220 225 230 

E--> 121 gtg att tea aga ate tge atg geg att eet gee atg gee ate cca cca 

122 1193 

123 Val lie Ser Arg lie Cys Met Ala lie Pro Ala Met Ala lie Pro Pro 

124 235 240 245 
E--> 126 ctg ate atg gac act ctg gag aag aaa gae ttc ctg aag 

127 1232 

128 Leu lie Met Asp Thr Leu Glu Lys Lys Asp Phe Leu Lys 

129 250 255 260 

190 <210> SEQ ID NO: 3 

191 <211> LENGTH: 1061 

192 <212> TYPE: DNA 

193 <213> ORGANISM: human 

195 <220> FEATURE: 

196 <221> NAME/KEY: CDS 

197 <222> LOCATION: (450).. (680) 
199 <400> SEQUENCE: 3 

E--> 200 cccttaggcg ceagggaeag cegagegtta cetggteccg ggcageggag ttctttaecc 

201 60 

E--> 203 aceccagtte tggttctgac gccctagctc attccgeaaa tttagggett gggtetggct 

204 120 

E--> 206 tgttccectc eggctcgaac cacctcttet ctgagecgag ccagctaeeg gggctcctgg 

207 180 

E--> 209 aattgceace cctccctggg cacccttgag gcctcegtgg agggacgtea cggggcagag 

210 240 

E--> 212 cgggacgtga gcetgagttt gctgcaggeg tgctetgtgt ggtggetggg ttctgccaat 

213 300 

E--> 215 ccccgtgecc acegggtggg cgcggccggg aagctcctge ccctccctgc tggtcggcgt 

216 360 

E--> 218 cacgcgtgae gtcccgcgtg atggctggga gggcceggeg gcgacagcgg aggcagagag 

219 420 



E--> 


221 

222 


gaaggcggtt 

473 


ctgagagctt cagagageg 


atg 


gaa 


age 


aaa 


atg 


ggt 


gaa 


ttg 




223 
224 


















Met 
1 


Glu 


Ser 


Lys 


Met 
5 


.Gly 


Glu 


Leu 


E--> 


226 

227 


cct 

521 


tta 


gae 


ate 


aac 


ate 


cag 


gaa 


cct 


cgc 


tgg 


gac 


caa 


agt 


act 


ttc 




228 
229 


Pro 


Leu 
10 


Asp 


lie 


Asn 


lie 


Gin 
15 


Glu 


Pro 


Arg 


Trp 


Asp 
20 


Gin 


Ser 


Thr 


Phe 


E--> 


231 

232 


ctg 

569 


gge 


aga 


gee 


egg 


cac 


ttt 


ttc 


act 


gtt 


act 


gat 


cct 


cga 


aat 


ctg 




233 
234 


Leu 
25 


Gly 


Arg 


Ala 


Arg 


His 
30 


Phe 


Phe 


Thr 


Val 


Thr 
35 


Asp 


Pro 


Arg 


Asn 


Leu 
40 


E--> 


236 

237 


ctg 

617 


ctg 


tec 


ggg 


gca 


cag 


ctg 


gaa 


get 


tct 


egg 


aac 


ate 


gtg 


cag 


aac 




238 
239 


Leu 


Leu 


Ser 


Gly 


Ala 
45 


Gin 


Leu 


Glu 


Ala 


Ser 
50 


Arg 


Asn 


He 


Val 


Gin 
55 


Asn 


E--> 


241 


tac 


agg 


aag 


aee 


cca 


acc 


gtg 


gtg 


ttc 


tgg 


cag 


tgg 


gtg 


aat 


cag 


tec 



242 665 
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RAW SEQUENCE LISTING DATE: 02/21/2002 

PATENT APPLICATION: US/09/990,415 TIME: 12:16:35 



Input Set : A:\EP.txt 

Output Set: N:\CRF3\02212002\I990415.raw 

24 3 Tyr Arg Lys Thr Pro Thr Val Val Phe Trp Gin Trp Val Asn Gin Ser 
244 60 65 70 

E--> 24 6 ttc aat gcc att gtt aactactcca accgcagtgg tgacactccc atcactgtga 

247 720 

248 Phe Asn Ala lie Val 

249 75 

E--> 251 ggcagctggg gacagcctat gtgagtgcca ccactggagc tgtggccacg gccctgggac 

252 780 

E--> 254 tcaaatccct caccaagcac ctgcccccct tggtcggcag atttgtgccc tttgcagcag 

255 840 

E--> 257 tggcagctgc caactgcatc aacatccccc tgatgaggca gagagagctg caggtgggca 

258 900 

E--> 260 tcccggtggc tgatgaggca ggtcagaggc ttggctactc ggtgactgca gccaagcagg 

261 960 

E--> 263 gaatcttcca ggtggtgatt tcaagaatct gcatggcgat tcctgccatg gccatcccac 

264 1020 

E--> 266 cactgatcat ggacactctg gagaagaaag acttcctgaa g 

267 1061 

292 <210> SEQ ID NO: 5 

293 <211> LENGTH: 1567 

294 <212> TYPE: DNA 

295 <213> ORGANISM: human 
297 <220> FEATURE: 

2 98 <221> NAME/KEY: CDS 

299 <222> LOCATION: (47).. (1015) 

301 <400> SEQUENCE: 5 

E--> 3 02 gggcatttgt cccgggacca ggtccacagt tttatgtgtg agcaag atg gag get 

303 55 



-^^^ Met Glu Ala 

305 1 



E--> 


307 

308 


gac 

103 


ctg 


tct 


ggc 


ttt 


aac 


ate 


gat 


gcc 


cce 


cgt 


tgg 


gac 


eag 


cgc 


acc 




309 
310 


Asp 


Leu 
5 


Ser 


Gly 


Phe 


Asn 


He 
10 


Asp 


Ala 


Pro 


Arg 


Trp 
15 


Asp 


Gin 


Arg 


Thr 


E--> 


312 

313 


ttc 

151 


ctg 


ggg 


aga 


gtg 


aag 


eac 


ttc 


eta 


aac 


ate 


aeg 


gae 


cce 


cgc 


act 




314 

315 


Phe 
20 


Leu 


Gly Arg 


Val 


Lys 
25 


His 


Phe 


Leu 


Asn 


He 
30 


Thr 


Asp 


Pro 


Arg 


Thr 
35 


E--> 


317 

318 


gtc 

199 


ttt 


gta 


tct 


gag 


egg 


gag 


ctg 


gac 


tgg 


gcc 


aag 


gtg 


atg 


gtg 


gag 




319 
320 


Val 


Phe 


Val 


Ser 


Glu 
40 


Arg 


Glu 


Leu 


Asp 


Trp 
45 


Ala 


Lys 


Val 


Met 


Val 
50 


Glu 


E--> 


322 

323 


aag 

247 


age 


agg 


atg 


ggg 


gtt 


gtg 


cce 


cca 


ggc 


ace 


caa 


gtg 


gag 


cag 


ctg 




324 
325 


Lys 


Ser 


Arg 


Met 
55 


Gly 


Val 


Val 


Pro 


Pro 
60 


Gly 


Thr 


Gin 


Val 


Glu 
65 


Gin 


Leu 


E--> 


327 

328 


ctg 

295 


tat 


gcc 


aag 


aag 


ctg 


tat 


gac 


teg 


gcc 


ttc 


eac 


cce 


gae 


act 


ggg 




329 


Leu 


Tyr 


Ala 


Lys 


Lys 


Leu 


Tyr 


Asp 


Ser 


Ala 


Phe 


His 


Pro 


Asp 


Thr 


Gly 
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RAW SEQUENCE LISTING DATE: 02/21/2002 

PATENT APPLICATION: US/09/990,415 TIME: 12:16:35 

Input Set : A:\EP.txt 

Output Set: N:\CRF3\62212002\I990415.raw 

330 70 75 80 

E--> 332 gag aag atg aat gtc ate ggg cgc atg tct ttc cag ctt cct ggc ggc 

333 343 

334 Glu Lys Met Asn Val lie Gly Arg Met Ser Phe Gin Leu Pro Gly Gly 

335 85 90 95 

E--> 337 atg ate ate acg ggc tte atg ete eag tte tae agg aeg atg ecg gcg 

338 391 

339 Met lie lie Thr Gly Phe Met Leu Gin Phe Tyr Arg Thr Met Pro Ala 

340 100 105 110 115 
E--> 342 gtg ate tte tgg eag tgg gtg aac cag tee ttc aat gee tta gtc aac 

343 439 

344 Val lie Phe Trp Gin Trp Val Asn Gin Ser Phe Asn Ala Leu Val Asn 

345 120 125 130 
E--> 347 tae ace aac agg aat gcg get tec cec aca tea gtc agg eag atg gee 

348 487 

349 Tyr Thr Asn Arg Asn Ala Ala Ser Pro Thr Ser Val Arg Gin Met Ala 

350 135 140 145 
E--> 3 52 ctt tec tae tte aca gee aca ace act get gtg gee acg get gtg ggc 

353 535 

354 Leu Ser Tyr Phe Thr Ala Thr Thr Thr Ala Val Ala Thr Ala Val Gly 

355 150 155 160 
E--> 357 atg aac atg ttg aca aag aaa gcg ecg eee ttg gtg ggc cgc tgg gtg 

358 583 

359 Met Asn Met Leu Thr Lys Lys Ala Pro Pro Leu Val Gly Arg Trp Val 

360 165 170 175 
E--> 362 ccc ttt gee get gtg get gcg get aac tgt gtc aat ate ccc atg atg 

363 631 

3 64 Pro Phe Ala Ala Val Ala Ala Ala Asn Cys Val Asn lie Pro Met Met 
365 180 185 190 195 

E--> 367 ega eag agg gag etc ata aag gga ate tge gtg aag gae agg aat gaa 

368 679 

3 69 Arg Gin Arg Glu Leu lie Lys Gly lie Cys Val Lys Asp Arg Asn Glu 
370 200 205 210 

E--> 372 aat gag att ggt cat tec egg aga get gcg gee ata ggc ate ace eaa 

373 727 

374 Asn Glu lie Gly His Ser Arg Arg Ala Ala Ala He Gly He Thr Gin 

375 215 220 225 
E--> 3 77 gta gtt att tct egg ate ace atg tea get cct ggg atg ate ttg ctg 

378 775 

379 Val Val He Ser Arg He Thr Met Ser Ala Pro Gly Met He Leu Leu 

380 230 235 240 
E--> 3 82 eca gtc ate atg gaa agg ctt gag aaa ttg cac ttc atg cag aaa gtc 

383 823 

384 Pro Val He Met Glu Arg Leu Glu Lys Leu His Phe Met Gin Lys Val 

385 245 250 255 
E--> 387 aag gtc ctg cac gee eca ttg cag gtc atg ctg age ggg tge tte ete 

388 871 

3 89 Lys Val Leu His Ala Pro Leu Gin Val Met Leu Ser Gly Cys Phe Leu 
390 260 265 270 275 
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E--> 



E--> 



E--> 



E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 



-> 
-> 
-> 
-> 
-> 
-> 
-> 
-> 
-> 
-> 



E--> 
E--> 
E--> 



392 

393 

394 

395 

397 

398 

399 

400 

402 

403 

404 

405 

407 

408 

410 

411 

413 

414 

416 

417 

419 

420 

422 

423 

425 

426 

428 

429 

431 

432 

434 

435 

507 

508 

509 

510 

512 

513 

514 

516 

517 

518 

519 

521 

522 
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525 

526 

528 
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ate ttc atg gtg cca gtg gcg tgt ggg ctt ttc cca cag aaa tgt gaa 

919 

lie Phe Met Val Pro Val Ala Cys Gly Leu Phe Pro Gin Lys Cys Glu 

280 285 290 

ttg cca gtt tec tat etg gaa eeg aag etc caa gac act ate aag gee 

967 

Leu Pro Val Ser Tyr Leu Glu Pro Lys Leu Gin Asp Thr lie Lys Ala 

295 300 305 

aag tat gga gaa ctt gag cet tat gtc tac ttc aat aag ggt etc taa 

1015 

Lys Tyr Gly Glu Leu Glu Pro Tyr Val Tyr Phe Asn Lys Gly Leu 

310 315 320 

atgceccaet tcageaagga eeagtctatt eccatattea ccagetccte ettagetacg 

1075 

tgcaeaettg tgtcctcett cceetttgcc aaeaaggcct gaaggeeagg gtagattggg 

1135 

gggtgggaea atgaatgect eatacttaea ccctggtact ggttgattgg accteagggg 

1195 

aaaaaagtga aaaagggtag caaaggccaa tgtcttctag ctgcttccte aacccctgtc 

1255 

ecctgagaga ceagaagetg aggecetetc agggaggaga catccaagca aateatttgg 

1315 

aaaagttagg aaacctttag gattctggtt eeagccaggg ttgaggaaaa gaccttggat 

1375 

caaaaggaag cttctatacc tctttcttet tcgettectc ctetcccaag caatggaaac 

1435 

ttttacceat gtaattctag etgaaetcag gaaaaagaag ggggaaagga etetgtccce 

1495 

ttggggctea teacecttce acateetect cctegtagcc eectggteag geagcttctt 

1555 

tttttttttt tc 

1567 

<210> SEQ ID NO: 7 

<211> LENGTH: 2269 

<212> TYPE: DNA 

<213> ORGANISM: human 

<220> FEATURE: 

<221> NAME/KEY: CDS 

<222> LOCATION: ( 125 )..( 1093 ) 

<220> FEATURE: 

<221> NAME/KEY: misc_feature 

<222> LOCATION: (25).. (25) 

<223> OTHER INFORMATION: n=A,T,G or C 

<400> SEQUENCE: 7 

gaegcgctee ggggaegcgc gaggncgeeg tggegggaga agegtttecg gtggeggcgg 

60 

aggetgcact gagcgggaee tggcgagcag cgegggcggc agcccggggg aagcgtcegg 

120 

gaee atg tct gga gaa eta cea cca aae att aae ate aag gaa cct ega 
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590 Asn lie Pro Leu Met Arg Gin Arg Glu Leu Lys Val Gly lie Pro Val 

591 195 200 205 

E--> 593 acg gat gag aat ggg aac cgc ttg ggg gag teg gcg aac get geg aaa 

594 793 

595 Thr Asp Glu Asn Gly Asn Arg Leu Gly Glu Ser Ala Asn Ala Ala Lys 

596 210 215 220 

E--> 598 eaa gee ate acg caa gtt gte gtg tec agg att ete atg gea gee eet 

599 841 

600 Gin Ala lie Thr Gin Val Val Val Ser Arg lie Leu Met Ala Ala Pro 

601 225 230 235 

E--> 603 ggc atg gee ate cct cca tte att atg aac act ttg gaa aag aaa gee 

604 889 

605 Gly Met Ala lie Pro Pro Phe lie Met Asn Thr Leu Glu Lys Lys Ala 

606 240 245 250 255 
E--> 608 ttt ttg aag agg tte eea tgg atg agt gea cec att caa gtt ggg tta 

609 937 

610 Phe Leu Lys Arg Phe Pro Trp Met Ser Ala Pro lie Gin Val Gly Leu 

611 260 265 270 
E--> 613 gtt ggc tte tgt ttg gtg ttt get aea eee etg tgt tgt gee ctg ttt 

614 985 

615 Val Gly Phe Cys Leu Val Phe Ala Thr Pro Leu Cys Cys Ala Leu Phe 

616 275 280 285 

E--> 618 eet eag aaa agt tee atg tet gtg aea age ttg gag gee gag ttg caa 

619 1033 

620 Pro Gin Lys Ser Ser Met Ser Val Thr Ser Leu Glu Ala Glu Leu Gin 

621 290 295 300 

E--> 623 get aag ate caa gag age cat cct gaa ttg cga cgc gtg tac tte aat 

624 1081 

625 Ala Lys lie Gin Glu Ser His Pro Glu Leu Arg Arg Val Tyr Phe Asn 

626 305 310 315 

E--> 628 aag gga ttg taa ageagagagg aaaeetetge agetcattct gccactgcaa 

629 1133 

630 Lys Gly Leu 

631 320 

E--> 633 agetggtgta geeatgetgg tgagaaaaat eetgtteaae etgggttetc ccagttacgg 

634 1193 

E--> 636 aaaeetttta aagateeaea ttageetttt agaataaage tgctaettta acagagcacc 

637 1253 

E--> 639 tggegtggge caagtgeetg ataeteeett aeaetgaate atgttatgat ttatagaaat 

640 1313 

E--> 642 acctttectg tagcttttat agtcattgtt tttcaaagac gatataeeag ceeteaeeca 

643 1373 

E--> 645 ggttttaaaa aageaetggt aggeatagaa taggtgetca gtatatggtc agtaaatgtt 

646 1433 

E--> 648 etattgatta teaateagtg aaaaaagaaa tetgtttaaa ataetgaatt tteatctcac 

649 1493 

E--> 651 teeeattgea aatcaaggag ateteagcag tgaactggga aaataeaaaa getctggget 

652 1553 

E--> 654 aatetataaa aacttacctg aaatattaag ggcagtttgc ttctagtttg gggattgege 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/990,415 



DATE: 02/21/2002 
TIME: 12:16:36 



Input Set : A:\EP.txt 

Output Set: N:\pRF3\02212002\I990415.raw 



L:9 M:270 C: Current Application Number differs, Replaced Current Application 
L:9 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:25 M:254 E: No. of Bases conflict, LENGTH : Input : 0 Counted:60 SEQ:1 
M:254 Repeated in SeqNo=l 

L:200 M:254 E: No. of Bases conflict, LENGTH : Input : 0 Counted:60 SEQ:3 
M:254 Repeated in SeqNo=3 

L:302 M:254 E: No. of Bases conflict, LENGTH : Input : 0 Counted: 55 SEQ:5 
M:254 Repeated in SeqNo=5 

L:522 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:522 M:254 E: No. of Bases conflict, LENGTH : Input : 0 Counted:60 SEQ : 7 
M:254 Repeated in SeqNo=7 
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